The BioSamples Database also has a concept of a group. A group is a collection of samples with similar annotations, typically used together in a study, project or experiment. In cases where individual sample information cannot be made public (for example, as a result of ethical constraints) a group containing aggregated annotation [8] may be used instead.
What can I do with BioSamples?
Using BioSamples, you can:
Find sources or experimental results for samples of interest e.g. samples with acute myloid leukemia [9] . Discover links to public assay [7] data on relevant samples accross multiple technologies. Link to experimental data on the same cell line/strain/etc from around the world. Pre-register your samples before submitting experimental data. You will then recieve a stable and unique accession [10] number that is suitable for use in publications, and for use in multiomic data submissions.
BioSamples also supports direct submissions of sample information, typically in advance of submitting assay data to other EBI resources. For more information on the submission process and accepted file formats, see the BioSamples submission page [11] . On the upper section of the sample group page, notice that:
Searching and visualising data in BioSamples
Search term highlighting (colour coded) persists from the initial search (including synonyms and more specific terms). General information about the group is displayed first, such as publications, release dates and dates of updates. Attributes that are common to all the samples in this group are also displayed here. In the lower section of the sample group page, notice that:
For large sample groups, only some samples are shown at once. The other pages of samples can be accessed by links in the top left. If there are a larger number of attributes, a horizontal scroll bar allows you to see all of them. There is a search box to find particular samples of interest; if no samples are displayed, check that this has been cleared.
